The 30 kb deletion in the APOBEC3 cluster decreases APOBEC3A and APOBEC3B expression and creates a transcriptionally active hybrid gene but does not associate with breast cancer in the European population MLPA assay. The sample genotypes determined with the use of the A3Bdel_PCR assay are indicated in brackets. Bar plots represent normalized copy number values (y-axis) of each probe (x-axis). In two analyzed samples, i.e., NA07034 and NA12154, we observed an ~40% reduction of the individual probe signals (marked with red arrows). Sequencing analysis revealed that the reduction of signals in these samples resulted from rare SNPs (indicated in red) occurring in close proximity to the ligation sites of the respective MLPA probes. adjusted for the origin of the study; *in the recessive model we obtained relatively low statistical power due to the low frequency of homozygous deletions.
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